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Sequences producing significant alignments: 

qi | 4 996893 | qfo 1 AF065164 . 2 j AFQ65164 Homo sapiens hyperpolariz . 

qi 1 4775348 1 erob 1 AJ012582 . 1 | HSA012582 Homo sapiens mRNA for h, 

qi i 21359847 | ref j NM_00.1194 . 2 1 Homo sapiens hyperpolarization 
gi | 274 7 6161 | qb | AC021413 . 16 | Homo sapiens chromosome 15, c 1 o . 
qi. I 283 13160 | qb | AG1394 26 . 2 j Homo sapiens chromosome 15, clon 
qi | 27901866 j qb | AC135731 . 6 j Homo sapiens chromosome 15, clon 

qi | 24464597 j qb | BC039619 . 1 i Homo sapiens hyperpolarization a, 

qi |3168875| qb 1 AF064877 . 1 jAFQ 64877 Homo sapiens ion channel 

qi, | 42 0 6063 | qb | AFG648 51 . 1 j AP064 851 Homo sapiens map 19pl3.3; 

gi| 348 623441 .^J.J..^L,ii?X/iL..LL Rattus norvegicus hyperpolariz 

qi 1 7 407 646 | qb I AF2 4 7 4 51 . 1 j Rattus norvegicus hyperpolari zati 

AJ225122 . 1 IMMJ225122 Mus musculus mRNA for h 



qi | 3242239 j emb 



qi | 668 011,8 j ref . 
qi | 5708066 | dbj 



qi | 57 3 4 5 15 | emb 



qi | 4775352 | emb 
qi | 4885406 | ref 



NM_008226.1J Mus musculus hyperpolari zation- 
AB02 2 927 . 2 j Oryctolagus cuniculus HAC4 mRNA 

AJ2 38 8 50,11 HSA2 388 5 0 Homo sapiens mRNA for h 



AJ132 42 9 . 1 | HSAJJ3J242 9_ Homo sapiens mRNA for h 
NM 0 05 47 7 . 1 | Homo sapiens hyperpolarization 



qi | 316 8867 | qb | AF06 4 873 . 1 j AF064873 Mus musculus ion channel . 

qi I 7 4 07 650 1 qb 1 A F2 47 4 53 . 1, j Rattus norvegicus hyperpolarizati . 

qi j 25742570 | ref j NM 021658 . 1 1 Rattus norvegicus hyperpolariz. 

qi | 38 08 9857 j re £ | XM_287905 . 2 1 Mus musculus similar to hyperp. 
gi.l 29169290 1 qb| AY2217S2 . 1 I Cavia porcellus hyperpolarizatio . 

qi 1 3168869 |,qb | AF06487 4 . 1 1 AF064874 Mus musculus ion channel . 

qi | 2 8 62 9107 [ qb | A F 4 8 8 55Q . 1 j Homo sapiens hyperpolarization a. 

qi | 1 2652638 1 qb] BCQ00066. 1 | BC000066 Homo sapiens, clone I MAG. 

qi | 38327036 j ref | NM 020897 , 1 j Homo sapiens hyperpolarization. 

q i I 7959336 | dbj | AB040968 » 1 1 Homo sapiens mRNA for KIAA1535 p. 
qi | 4775 3 60 | emb | A J1 33734 . 1 | HSA13373 4 Homo sapiens HCN2 gene, . 

qi I 2979528 | qb|AC004449. 1 i A.C004449 Homo sapiens chromosome 1. 
9A-X^?Ai^A?A^PA3FA^ QQ ^ * 1 1 Oncorhynchus mykiss hyperpolariz . 
qi | 2 6 1008 58 [ dbj j AK082719 . 1 | Mus musculus 0 day neonate cere. 
qi 1 2 632 8056 | dbj j AKQ32225 . 1 | Mus musculus adult male olfacto. 
gi | 7407 6.48 | qb | AF2474 52 . 1 j Rattus norvegicus hyperpolarizati . 
qi 1 3242243 | emb] AJ225124 . 1 [MMJ22512 4 Mus musculus mRNA for h. 
qi | 6680190 | ref | NM 00822 7.11 Mus musculus hyperpolarization-. 
qi 1 24657642 1 qb | BC039156 . 1J__ Mus musculus, Similar to hyperpo. 
qi | 16758501 [ ref I NM 053685 . 1 j Rattus norvegicus hyperpolariz. 
qi | 6754167 | ref 1 NM 0.1.0408 . 1 | Mus musculus hyperpolarization-, 
qi | 3242241 | emb | AJ22 5123 . 1 1 MMJ22 5128 Mus musculus mRNA for h. 
gi 12708315 | qb j AF028737 . 1 j AF028737 Mus musculus brain cyclic, 
gi | 7 4 07644 [ qb ) AF24 7450.1] Rattus norvegicus hyperpolarizati . 
gi | 16758107 j ref | NM_053375 . 1 | Rattus norvegicus hyperpolariz. 
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qi 



at 



at 



at 
at 



at 
at 



at 



at 



at 
at 



20380241 1 qb \ BC028024 . 1 | Homo sapiens hyperpolari zation a. 

3168873 I gb | AF064876. ,lj AFO_MJJ7j5 Homo sapiens ion channel . 

2 8 6291051 qb [AF4 8 8 549 . 1 1 Homo sapiens hyperpolarization a. 

32698745 } r ef | N M 021072 . 1 1 Homo sapiens hyperpolarization. 

16550669 [ d bj | AKQ 55840 . 1 [ Homo sapiens cDNA FLJ31278 fis, . 
13 3 4 692 8 1 qb | AF16 8 122 . 2 | API 68 122 Oryctolagus cuniculus uO . 
4775358 | emb j AJ133732 . 1 | HSA133732 Homo sapiens HCN2 gene, . 



12852741 1 dbj | AK014722 .1.1 Mus musculus 0 day neonate head, 
4775356 | emb 1 AJ133730 . 1 j HSA13373Q Homo sapiens HCN2 gene, , 



12025616 j qb I AC005539 . 2 ] AC005559 Homo sapiens chromosome 



2 4 4 3 192 0 j qb | AC12 4 4 07 . 4 | Mus musculus BAC clone RP24-389C 



16905311 1 gb I AC009660 . 15 | Homo sapiens chromosome 15, clo. 
18449993 J_a^L^C068397_ :L _6J_ Homo sapiens chromosome 15, clon. 
4775359 | emb | AJ133733 . 1 1 HSA 13 3733 Homo sapiens HCN2 gene, , 
355 I emb I AJ13372 9 . 1 1 HSA13372 9 Homo sapiens HCN2 gene, . 



1 c , 



3822 93 93 1 qb | AC110 53 0 . 1 0 | Mus musculus chromosome 9, clon, 



47 "7 5 357 1 emb | AJ133731 . 1 \ HS Al 3 3 7 3 1 Homo sapiens HCN2 gene, . 
15870547 1 emb I AJ326153 . 1 1 HSA326153 Homo sapiens genomic s. 
37693438 1 emb 1 BX119923 . 12 j Zebrafish DNA sequence from cl 
37718 62 6 I emb 1 BX2 8 4 682 . 7 1 Zebrafish DNA sequence from clo. 
307 22340 I e m b j AL713 999 . 28 j Human DNA sequence from clone 



3335 5 92 4 \ gb | AY 2 8 0 3 4 7 . 1 J Panulirus argus hyperpolarizatio . 
1587 51851 erab j A J3 3 0 7 6 7 .1 ] HS A3_ 3 0 '7 67 Homo sapiens genomic s. 
3970749 I emb I AJQ12664 . 1 j H VI 012664 Heliothis virescens mRN. 

3168871 1 gb j AF064.875 . 1 I AF064375 Mus musculus ion channel . 
2 8 5 7 0 3 1 0 [ gb | AC 1 3 8 52 0 : 2 | Homo sapiens chromosome 5 clone . 

601598.8 I q b I AF155163 . 1 j AF155 163 Rattus norvegicus hyperpo. 



;012386jqbi BT001547.il 



Drosophila melanogaster RE10840 , 
3 0 0 3 9 1 7 3 j q b 1 A Y 2 5 3222.1 | Cavia porcellus hyperpolarizatio 
2.i956546J_^^ Homo sapiens chromosome 5 clone 

6015990 I qb j AF155164 . 1 j AF155164 Rattus norvegicus hyperpo 



23266274 j qb | AC126777 . 2 1 Homo sapiens chromosome 5 clone . 
17402 770 j qb | AC09 9 5.14 . 2 j Homo sapiens chromosome 5 clone . 

31198 194 j ref |XM_308045. 1 j Anopheles gambiae ENSANGP00000 
30 0 39171 j q b | AY25 3221 . 1 j Cavia porcellus hyperpolarizatio, 

4 8 03 8 4 9 1 em b | A J l 3372 7.11 HSAl 3372 7 Homo sapiens HCN2 gene, , 



6 0 \ 5 .3 j. .l.aM fiZ 1 5 j j 3_ 5.1 1 AF 1 5 5 1 6 5 Rattus norvegicus hyperpo , 
4775354 | emb | AJ1 337 2 8 . 1 1 HSA13372 8 Homo sapiens HCN2 gene, , 
6 015 9 98] qb 1 AF 1 5 5 .168.1; AF 1 5 5 168 Oryctolagus cuniculus hyp. 



3335 592 6 [ qb | A Y280848 . 1 j Apis mellifera hyperpolarization. 
1 27977186 1 gb j AY192562. 1 j Cavia porcellus hyperpolarizatio 
6016002 I qbl AF155170. 1 {AF155170 Oryctolagus cuniculus hyp 

6015994 1 qb | AF155166 . 1 j AF155166 Rattus norvegicus hyperpo 
12003345 j qb | AF2 11837 . 1 | A F211837 Mus musculus hyperpolari 
6016000 I qb j AF1 55169 . 1 i AF1 55169 Oryctolagus cuniculus hyp, 



38198225 j dbj | AP004770.2 1 Oryza sativa (japonica cultivar, 
54 6583 j qb j S 698 00 . 1 1 S 69 8 00 OTK4=peptidyl-prolyl cis-trans 
546581 j qb j S69815 . .1 1 S69815 OTK4=peptidyl-prolyl cis-trans 



13677163 I gb| AC0Q8Q73. 4 j Homo sapiens BAC clone RP11-507M. 
12 9 6327 6] qb| AF322 07 0 . 1 j AF322 070 Homo sapiens FK506-bindi. 



965467 1 qb j L3708G. 1 \ HUMF K5 0 63 Homo sapiens FK-506 binding, 



33639324 | emb | BX56S695 , 1 I Synechococcus sp . WH8102 comple, 
3 09 8 3 667 | qb | AY223 8 1 6 . 1 | Homo sapiens Cohen syndrome 1 pr, 
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qi | 3 0 9 S 3 6 6 5 j gb | AY 2 2 3 815.11 Homo' sapiens Cohen syndrome 1 pr. 
qi 1 30933663 | qb | AY2238 14_. _1J.. Homo sapiens Cohen syndrome 1 pr 
qi | 35493712 j refj NM 017890. 3 1 Homo sapiens Cohen syndrome 1 
gi | 35493700 | ref j NM. 152564.. 3 j Homo sapiens Cohen syndrome 1 
qi | 3 5493718.1 ref j MM 184042 . 1 | Homo sapiens Cohen syndrome 1 

Alignments 
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III 



Get selected sequences 



i: Select a)i 



Deselect lift- 



□ > qi 1 49 9 68 93 ] qb | AF0 65164 . 2 j AF065164 Hill Homo sapiens hyperpolarization-activated, 
channel 2 (HCN2) mRNA, complete cds 
Length = 3372 

Score - 2636 bits (1366), Expect - 0.0 
Identities = 1428/1449 (98%), Gaps - 19/1449 (1%) 
Strand = Plus / Plus 

Query : 8 00 cagtgggaggagatcttccacatgacctatgacctggcca-cgcggtgatgaggatctgc 858 

M I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I i I I I I I I I ! I I I II I I I I I I 

Sbjct : 108 0 cagtgggaggagatcttccacatgacctatgacctggccagcgcggtgatgaggatctgc 1139 

Query: 859 aatctcatcagcatgatgctgctgctctgccactgggacggctgcctgcagttcctggtg 918 

I I I I I I I I I I I I I I I I I I I I I II I I E I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 1140 aatctcatcagcatgatgctgctgctctgccactgggacggctgcctgcagttcctggtg 1199 

Query: 919 cctatgctgcaggacttcccgcgcaactgctgggtgtccatcaatggcatggtgaaccac 97 8 

I I I I I I I I M I I I I I I I I I I I I I I I I I II I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct : 1200 cctatgctgcaggacttcccgcgcaactgctgggtgtccatcaatggcatggtgaaccac 1259 

Query : 9'7 9 tcgtggagtgaactgtactccttcgcactcttcaaggccatgagccacatgctgtgcatc 1038 

I I I I I I I I I I I I I I I I I I I I I I II I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I M J I I 
Sbjct : 1260 tcgtggagtgaactgtactccttcgcactcttcaaggccatgagccacatgctgtgcatc 1319 

Query: 103.9 g.ggtacggccggcaggcgcccgagagcatgacggacatctg-ctgaccatgctcagcatg 1097 

I | | | | | I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 132 0 gggtacggccggcaggcgcccgagagcatgacggacatctggctgaccatgctcagcatg 137 9 

Query: 1098 attgtgggtgccacctgctacgccatgttcatcggccacgccactgccctcatccagtcg 1157 

I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 138 0 attgtgggtgccacctgctacgccatgttcatcggccacgccactgccctcatccagtcg 1439 

Query: 115 8 ctggactcctcgcggcgccagtaccaggagaagtacaagcaggtggagcagtacatgtcc 1217 

I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 1440 ctggactcctcgcggcgccagtaccaggagaagtacaagcaggtggagcagtacatgtcc 1499 



Query : 1218 ttccacaagctgccagctgacttccgccagaagatccacgactactatgagcaccgttac 12 77 
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1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1. 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 ii i 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 

Sbjct: 1500 ttccacaagctgccagctgacttccgccagaagatcca'cgactactatgagcaccgttac 1559 

Query: 1278 cagggcaagatgtttgacgaggacagcatcctgggcgagctcaacgggcccctgcgggag 1337 

| | | | | | | | | | | | I I I M I I I I I I I II I I I I I M I I I II I I I I I I I M I II I I I I I I I I I I 

Sbjct: 1560 cagggcaagatgtttgacgaggacagcatcctgggcgagctcaacgggcccctgcgggag 1619 



Query: 1338 gagatcgtcaacttcaactgccggaagctggtggcctccatgccgctgttcgccaacgcc 1397 

I I M | I I I I I I I I I II I II I I I I I II I I I I I I I LI I I I I I II I I I I I I I I I I I I I I I I I I 
Sbjct: 1620 gagatcgtcaacttcaactgccggaagctggtggcctccatgccgctgttcgccaacgcc 1679 

Query: 1398 gaccccaac ttcg tcacggccatgctgaccaagctcaagttcgaggtcttccagccgggt 1457 

I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I II I I I I I I I 
Sbjct: 1680 gaccccaacttcgtcacggccatgctgaccaagctcaagttcgaggtcttccagccgggt 1739 

Query: 1458 gactacatcatccgcgaaggcaccatcgggaagaagatgtacttcatccagcacggcgtg 1517 

I I I I I I I I I I I I I l; I I I I I I I I I I i I I I i I I I I I i II I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct: 1740 gactacatcatccgcgaaggcaccatcgggaagaagatgtacttcatccagcacggcgtg 1799 



Query: 1518 gtcagcgtgctcactaagggcaacaaggagatgaagctgtccgatggctcctacttcggg 157 7 

M | | | | || I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I 

Sbjct: 1800 gtcagcgtgctcactaagggcaacaaggagatgaagctgtccgatggctcctacttcggg 1859 

Query: 1578 gagatctgcctgctcacccggggccgccgcacggcgagcgtgcgggctgacacctactgc 1637 

| | | | | | | | | | | 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 1860 gagatctgcctgctcacccggggccgccgcacggcg'agcgtgcgggctgacacctactgc 1919 



Query: 1638 cgcctctattcgctgagcgtggacaacttcaacgaggtgctggaggagtaccccatgatg 1697 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I 

Sbjct: 1920 cgcctctattcgctgag.cgtggacaacttcaacgaggtgctggaggagtaccccatgatg 1979 

Query: 1698 cggcgcgccttcgagacggtggccatcgaccgcctggaccgcatcggcaagaagaattcc 17 57 

I | | | | I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I M M II I I 
Sbjct: 1980 cggcgcgccttcgagacggtggccatc.gaccgcc.tggaccgcatcggcaagaagaattcc 2039 

atcctcctgcacaaggtgcagcatgacctcaactcgggcgtattcaacaaccaggagaac 1817 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I Ml I I I I I I I I I I I I I I I I I I I I I I 

atcctcctgcacaaggtgcagcatgacctcaactcgggcgtattcaacaaccaggagaac 2 099 

Query: 1818 gccatcatccaggagatcgtcaagtacgaccgcgagatggtgcagcaggccgagctgggt 187 7 

|| | | I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I M I M I I I I I I I I I I I I 
Sbjct: 2100 gccatcatccaggagatcgtcaagtacgaccgcgagatggtgcagcaggccgagctgggt 2159 

Query: 1878 ct cctctteccgccgccgccgccgccgccgcaggtcacctcggccatcgca 1928 

I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 2160 cagcgcgtgggcctcttcccgccgccgccgccgccgccgcaggtcacctcggccatcgcc 2219 

Query: 1929 agcgcggggcgctgcagcaggcggcggccatgagcttctgcccgcaggtggcgcggccgc 1988 



Query: 17 58 
Sbjct: 2040 
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I 

Sbjct: 2220 a- 



I I I I I 1 I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I II I I I M I I I I I I I 

-cgctgcagcaggcggcggccatgagcttctgcccgcaggtggcgcggccgc 



2271 



Query: 1989 tcgtggggccgctggcgctcggctcgccgcgcctcgtgcgccgcccgcccccggggcccg 2048 

I I I I I M I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II 

Sbjct : 2272 tcgtggggccgctggcgctcggctcgccgcgcctcgtgcgccgcccgcccccggggcccg 2331 

Query: 2049 cacctgccgccgcctcacccgggcccccgccccccgccagccccccgggcgcgcccgcca 2108 
I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I E I I I I 

Sb j ct : 2332 cacctgccgccgcctcacccgggcccccgccccccgccagccccccgggcgcgcccgcca 2391 

Query: 2109 gcccccgggcaccgcggacctcgccctacggcggcctgcccgccgccccccttgctgggc 2168 

I | | | M I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 2 3 92 gcccccgggcaccgcggacctcgccctacggcggcctgcccgccgccccccttgctgggc 2 451 

Query: 2169 ccgccctgcccgcgcgccgcctgagccgcgcgtcgcgcccactgtccgcctcgcagccct 2228 

1 1 1 1 1 i i i 1 1 1 1 1 I II I 1 1 1 1 1 I 1 1 1 1 1 1 1 l 1 1 I 1 1 1 1 1 1 1 I I j I I I I 1 1 1 1 l l l l I I 1 1 

Sbjct: 2452 ccgccctgcccgcgcgccgcctgagccgcgcgtcgcgcccactgtccgcctcgcagccct 2511 



Query: 2229 cgctgcctc 2237 

I I I I I I I I I 

Sbjct: 2512 cgctgcctc 2520 



Score = 70.1 bits (36), Expect - 2e-08 
Identities = 36/36 (100%) 
Strand =. Plus / Plus 



Query: 156 ccaggccagcttcatgcagcgccagttcggcgcgct 191 

I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I M 

Sb j ct : 50 9 ccaggccagcttcatgcagcgccagttcggcgcgct 5 44 



Score = 66.3 bits (34), Expect = 2e-07 
Identities = 34/34 (100%) 
Strand = Plus / Plus 



Query: 278 agaccactgccccgtggatcgtgttcaacgtggt 311 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct: 751 agaccactgccccgtggatcgtgttcaacgtggt 784 



Score =62.4 bits (32), Expect = 3e-06 
Identities = 32/32 (100%) 
Strand = Plus / Plus 



Query: 366 catccccgtggactacatcttccttatcgtgg 397 

I II I I I I I II I I I I I I I I I I I.I I I I I I I I I I I 
Sbjct: 929 catccccgtggactacatcttccttatcgtgg 960 
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Score = 62.4 bits (32), Expect = 3e-06 
Identities = 34/35 (97%) 
Strand = Plus / Plus 



Query: 308 tggtgttgaacttccgcaccggcattgtgaccgag 342 

I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I 

Sbjct: 811 tggtgttgaacttccgcaccggcattgtgatcgag 845 



Score = 62.4 bits (32), Expect = 3e-06 
Identities - 32/32 (100%) 
Strand = Plus / Plus 



Query: 651 gtggtctcggacaccttcttcctcatggacct 682 

I I I I I I I I I I I i I I I I I I I I I I I I II I I I I M 

Sbjct: 780 gtggtctcggacaccttcttcctcatggacct 811 



Score - 62.4 bits (32), Expect = 3e-06 
Identities - 34/35 (97%) 
Strand = Plus / Plus 



Query: 461 cccgcgcgcggcgagcacggccaagggcagcccga 495 

I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I 
Sbjct: 296 cccgggcgcggcgagcacggccaagggcagcccga 330 



Score = 60.5 bits (31), Expect = le-05 
Identities - 31/31 (100%) 
Strand = Plus / Plus 



Query: 770 accaagatcctcagcctcctgcggctgctgc 800 

I I I I I I I I I I I I I I I I f I I I I I I I I I I I I I I 
Sbjct: 1020 accaagatcctcagcctcctgcggctgctgc 1050 



Score = 60.5 bits (31), Expect - le-05 
Identities = 31/31 (100%) 
Strand = Plus / Plus 



Query: 741 agaagggcattgactccgaggtctacaagac 771 

I I I I II I I I I I I I I I I I I I 1 I I I I I I I I I M 

Sbjct: 961 agaagggcattgactccgaggtctacaagac 991 



Score = 60.5 bits (31), Expect = le-05 
Identities = 31/31 (100%) 
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Strand = Plus / Plus 



Query: 592 acttcaggttctactgggacttcaccatgct 622 

I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I 
Sbjct: 661 acttcaggttctactgggacttcaccatgct 691 



Score - 60.5 bits (31), Expect = le-05 
Identities = 31/31 (100%) 
Strand = Plus / Plus 



Query: 217 gcgggggcctggatcatccacccgtacagcg 247 

I I I I i I I I I I I I I I I II I I I I I I I I I I I I I I 
Sbjct: 630 gcgggggcctggatcatccacccgtacagcg 660 



Score = 58.6 bits (30), Expect = 5e-05 
Identities =± 30/30 (100%) 
Strand = Plus / Plus 



Query: 428 gcctctcacgcctgatccgctacatccatc 457 

I I I II I I I I I I I I I II I I I I I I I I I I I I I I 
Sbjct: 1051 gcctctcacgcctgatccgctacatccatc 1080 



Score *= 58.6 bits (30), . Expect = 5e-05 
Identities - 30/30 (100%) 
Strand = Plus / Plus 

Query: 398 cggcacgcgccctgcgcatcgtgcgcttca 427 
I I M I I I I I I I I I I I I I I I I I I I I I I i I I I 

Sbjct: 991 cggcacgcgccctgcgcatcgtgcgcttca 1020 



Score = 58.6 bits (30), Expect = 5e-05 
Identities = 30/30 (100%) 
Strand = Plus / Plus 



Query: 711 cgtggttcgtggtggacttcgtgtcctcca 740 

I I I I I I I I I I I I I I I I I I I I U I II II I I I 

Sbjct: 901 cgtggttcgtggtggacttcgtgtcctcca 930 



Score = 58.6 bits (30), Expect - 5e-05 
Identities = 30/30 (100%) 
Strand = Plus / Plus 



Query: 338 ccgagaagatcaagaagaagtatctgcgca 367 
I I I I I I I I I I I I I I I II I II 1 I I I I I I I I I 
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Sbjct: 871 ccgagaagatcaagaagaagtatctgcgca 900 



Score = 58.6 bits (30), Expect = 5e-05 
Identities - 30/30 (100%) 
Strand = Plus / Plus 



Query: 622 tcccagtgggcatcaccttcttcaaggatg 651 

I I I I I I I I I I 1 I I I I ! I I I I I I I I I I I I I I 

Sbjct: 721 tcccagtgggcatcaccttcttcaaggatg 750 



Score = 58.6 bits (30), Expect = 5e-05 
Identities - 30/30 (100%) 
Strand = Plus / Plus 



Query: 248 tgctgttcatggtgggaaacctcatcatca 277 

■ ' I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 691 tgctgttcatggtgggaaacctcatcatca 720 



Score =58.6 bits (30), Expect = 5e-05 
Identities = 30/30 (100%) 
Strand = Plus / Plus 



Query: 188 cgctgcggatgttcggcagccagaaggccg 217 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct: 571 cgctgcggatgttcggcagccagaaggccg 600 



Score = 58.6 bits (30), Expect = 5e-05 
Identities - 30/30 (100%) 
Strand = Plus / Plus 



Query: 555 cgctcctgcagccgggcgtcaacaagttct 584 

I I I I I I I I I I I I I II I I I I I I I I ! I I I I I I 

Sbjct: 541 cgctcctgcagccgggcgtcaacaagttct 570 



Score = 58.6 bits (30), Expect = 5e-05 
Identities = 30/30 (100%) 
Strand = Plus / Plus 



Query: 93 acagctcgtgcggccgccccggcaccccgg 122 

I I I I II I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 271 acagctcgtgcggccgccccggcaccccgg 300 



Score = 58.6 bits (30), Expect = 5e-05 
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Identities - 30/30 (100%) 
Strand = Plus / Plus 



Query: 1 cggctccgctccgcactgcccggcgccgcc 30 

I M I I I I I I I I I 1 I I I I I II I I I I I I II I I 

Sbjct: 1 cggctccgctccgcactgcccggcgccgcc 30 



Score - 50.9 bits (26), Expect = 0.011 
Identities - 26/26 (100%) 
Strand = Plus / Plus 



Query: 129 cccaaggtgtcgttctcgtgccgcgg 154 

I I I I I I II I I I I I I I I I I I I I I I I I I 
Sbjct: 396 cccaaggtgtcgttctcgtgccgcgg 421 



Score = 47.0 bits (24), Expect - 0.15 
Identities - 24/24 (100%) 
Strand - Plus / Plus 



Query: 496 gcagccccgcggggcccgagggcc 519 

I I I I I I I i I I I I I I I I I I I I I I I I 

Sbjct: 361 gcagccccgcggggcccgagggcc 384 



fl >gi | 4775348 | enib | AJ012582 . 1 I HSA012582 Bill Homo sapiens mRNA for hyperpolarization 
Length = 3459 

Score = 2630 bits (1363), Expect - 0.0 
Identities - 1427/1449 (98%), Gaps = 19/1449 (1%) 
Strand = Plus / Plus 

Query: 8 00 cagtgggaggagatcttccacatgacctatgacctggcca-cgcggtgatgaggatctgc 858 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 1098 cagtgggaggagatcttccacatgacctatgacctggccagcgcggtgatgaggatctgc 1157 

Query: 859 aatctcatcagcatgatgctgctgctctgccactgggacggctgcctgcagttcctggtg 918" 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 1158 aatctcatcagcatgatgctgctgctctgccactgggacggctgcctgcagttcctggtg 1217 

Query: 919 cctatgctgcaggacttcccgcgcaactgctgggtgtccatcaatggcatggtgaaccac 978 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 1218 cctatgctgcaggacttcccgcgcaactgctgggtgtccatcaatggcatggtgaaccac 12 7 7 

Query: 979 tcgtggagtgaactgtactccttcgcactcttcaaggccatgagccacatgctgtgcatc 1038 

I I I I II I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct : 12 7 8 tcgtggagtgaactgtactccttcgcactcttcaaggccatgagccacatgctgtgcatc 1337 
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